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CRV431 is a non-immunosuppressive cyclosporine | |
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life cycle of many viruses, including HBV. As it is known

that cyclosporins are extensively metabolized via 1 ug/ml CRV431 incubation for 40 minutes

cyctochromes P450, the aim of this study was to

characterize CRV431 metabolism in liver microsomes

from several species in vitro. CRV,3;, Metabolism in Cynomolgus Monkey Liver Microsomes
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